was followed in July by Russell F. Doolittle's insightful reflections on the roots of protein evolution, which went back as far as the 1950s when chemistry, rather than computers, ruled [2] . More such reflections will follow in 2011. Conference Postcards act as a counterpoint to the rich roots retrospectives by providing current views of the field of computational biology, as young scientists present crisp perspectives on what they perceive as conference highlights. We published Postcards from January's Pacific Symposium on Biocomputing (PSB) meeting held in Hawaii [3] and from the Intelligent Systems for Molecular Biology (ISMB) meeting held in Boston in July [4] . At the latter we learnt about various sessions held at ISMB, namely the Highlights session, the ISCB Student Council Symposium's ''speed dating'' event, and reports from Satellite meetings. We look forward to digging deeper and receiving Postcards from further afield in 2011.
PLoS Computational Biology continues its strong relationship with the International Society for Computational Biology (ISCB) through postings on its Web site and activities at ISMB. At ISMB 2010 in Boston, PLoS Computational Biology ran a Workshop entitled ''Where and How to Get Published'' in which we endeavored to make the path to getting published a little less inscrutable. The first half was led by journal co-founders Philip E. Bourne and Steven E. Brenner and provided guidelines on how to write a good paper, and the second half included questions and advice from editors and authors from a range of career stages, which resulted in a broad discussion of what journals want and the state of publishing today. Presenters' materials from the Workshop are available on the new PLoS Blog (http://blogs.plos.org/ plos/2010/10/materials-from-plos%E2% 80%99-workshop-at-ismb-2010/).
We have three major goals for 2011. First, to reduce the time to decision for submitted manuscripts, which currently averages 10 days for those papers rejected before review and 40-50 days for those reviewed. Second, to introduce a new section called ''Editors' Outlook'', which are invited mini-reviews from members of our Editorial Board who will provide insights into their respective fields, discussing what is hot and what we can expect going forward. Collectively, these will provide an ongoing and insightful look into the broad and rapidly expanding field of computational biology-a field of endeavor the journal is proud to serve.
Specifically, current experimental techniques are leading to an unprecedented increase in the rate at which data are becoming available. When combined with the vast growth in computational power, we can expect rapid growth in computational papers. Computational biology is the area that helps in organizing the data, in making sense of observations, and in using these to make experimentally testable predictions. Our third goal is to keep abreast of these developments and keep PLoS Computational Biology the number one journal in the field. 
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